g
%

CAT#:1-2022
W R

pCMV-hypBase Jfiki DNA
pCMV-hypBase Plasmid DNA

5 i F i V1.0

AR KD EE P RA R

WiHk: www.tjs.bio; HijE: 400-1078566; HifE: order@tjs.bio


http://www.bingene.com/

Y

pCMV-hypBase ik DNA Z&— 2K 6353 bp BiA R M PiggyBac ¥ M

hyPBase MBI FORL, 2R EA ori ZHl¥, WA NHHRIUEER. HEGRT:

(6351) SgrDII
AmMpR promoter

Mfel (161)

(6234) SspI Mlul (228)
(5800) Pvul NdeI (484)
(5652) Fspl SnaBI (590)

6353 LA

(4421) BspQI - Sapl —

CAP binding sitel -
e
lac oéerator

JJ

pCMV-hypBase

CMV promoter

/ NruI (208)
/
[

T7 promoter

- HindIII (889)
— — Acc651 (895)
KpnI (899)
~—EcoRI (938)

\\\

Al (1679)

——  KasI (1736)

Kozak sequence
PmII (1051)

S=——__— NarI* (1737)
~sfol (1738)

PluTI (1740)
PasI (1921)
EcoNI (2027)

T

M13 rev!
PfIMI
150 pmzirt e
| Sr
SV40 poly(A) signal / NotI (2742)
(3845) AvrIl ‘.‘ PaeR71I - PspXI - XhoI (2748)
SV40 promoter / Xbal (2760)
(3612) Csil - SexAT* DG pralhiey) Stz
BbsI (3008)
HiAs B4 A7 i logo 48
5%y %' Fik fu%%
pCMV-hypBase
1-2022 2 0.5 mL
18 FF 0 scl-2022 14 Ic

Wiz, WRET-20CRAZ, AB0HMAE.

BRI R

56 FATRIKE A7 ST 2.0 )5 M 100 uL A & B2k S TE i, w1 LAl
20 ng/uL WKL DNA W, 2R H0T B ATk W ABUDE, W U5k
TTHEERAL, 4% 3 2 B T0RL DNA #7405 28500 -

R

1 GACGGATCGG GAGATCTCCC GATCCCCTAT GGTGCACTCT CAGTACAATC TGCTCTGATG
DNA ﬁﬁu 61 CCGCATAGTT AAGCCAGTAT CTGCTCCCTG CTTGTGTGTT GGAGGTCGCT GAGTAGTGCG
121 CGAGCAAAAT TTAAGCTACA ACAAGGCAAG GCTTGACCGA CAATTGCATG AAGAATCTGC
181 TTAGGGTTAG GCGTTTTGCG CTGCTTCGCG ATGTACGGGC CAGATATACG CGTTGACATT
241 GATTATTGAC TAGTTATTAA TAGTAATCAA TTACGGGGTC ATTAGTTCAT AGCCCATATA
301 TGGAGTTCCG CGTTACATAA CTTACGGTAA ATGGCCCGCC TGGCTGACCG CCCAACGACC
361 CCCGCCCATT GACGTCAATA ATGACGTATG TTCCCATAGT AACGCCAATA GGGACTTTCC
421 ATTGACGTCA ATGGGTGGAG TATTTACGGT AAACTGCCCA CTTGGCAGTA CATCAAGTGT
481 ATCATATGCC AAGTACGCCC CCTATTGACG TCAATGACGG TAAATGGCCC GCCTGGCATT
541 ATGCCCAGTA CATGACCTTA TGGGACTTTC CTACTTGGCA GTACATCTAC GTATTAGTCA
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TCGCTATTAC
ACTCACGGGG
AAAATCAACG
GTAGGCGTGT
CTGCTTACTG
GAGCTCGGAT
CAGCCTGGAC
CGAGGACAGC
CGAGGAGGCC
CCTGGACGAG
GACCCTGCCC
CACCAGGCGG
GATGTGCAGG
CATCAGCGAG
GACCTCCGCC
GGTGATGACC
CCTGAGCATG
CCTGAGGATG
CGTGAGAAAG
CCACCTGACC
TATCCCCAAC
CAAGTACATG
CCTGGGCGAG
CACCTGCGAC
CAAGCTGACC
GAACAGCAGG
GGTGTCCTAC
CGCCAGCATC
GGGCGGCGTG
CAGGTGGCCC
CATCTACAGC
GCGGAACCTG
CCTGAAGAGA
CAGCGACGAC
CAGCAAGATC
GGAGCACAAC
CTAGAGGGCC
GTGCCTTCTA
GAAGGTGCCA
AGTAGGTGTC
GAAGACAATA
ACCAGCTGGG
GGTGTGGTGG
TTCGCTTTCT
CGGGGGCTCC
GATTAGGGTG
ACGTTGGAGT

CATGGTGATG
ATTTCCAAGT
GGACTTTCCA
ACGGTGGGAG
GCTTATCGAA
CCACTAGTAA
GACGAGCACA
GACAGCGAGG
TTCATCGACG
CAGAACGTGA
CAGAGGACCA
AGCAGGGTGT
AACATCTACG
ATCGTGAAGT
ACCTTCAGGG
GCCGTGAGGA
GTGTACGTGA
GACGACAAGA
ATCTGGGACC
ATCGACGAGC
AAGCCCAGCA
ATCAACGGCA
TACTACGTGA
AACTGGTTCA
ATCGTGGGCA
TCCAGGCCCG
AAGCCCAAGC
AACGAGAGCA
GACACCCTGG
ATGGCCCTGC
CACAACGTGA
TACATGGGCC
TACCTGAGGG
AGCACCGAGG
AGAAGAAAGG
ATCGACATGT
CTATTCTATA
GTTGCCAGCC
CTCCCACTGT
ATTCTATTCT
GCAGGCATGC
GCTCTAGGGG
TTACGCGCAG
TCCCTTCCTT
CTTTAGGGTT
ATGGTTCACG
CCACGTTCTT

CGGTTTTGGC
CTCCACCCCA
AAATGTCGTA
GTCTATATAA
ATTAATACGA
CGGCCGCCAG
TCCTGAGCGC
TGAGCGACCA
AGGTGCACGA
TCGAGCAGCC
TCAGGGGCAA
CCGCCCTGAA
ACCCCCTGCT
GGACCAACGC
ACACCAACGA
AGGACAACCA
GCGTGATGAG
GCATCAGGCC
TGTTCATCCA
AGCTGCTGGG
AGTACGGCAT
TGCCCTACCT
AGGAGCTGTC
CCAGCATCCC
CCGTGAGAAG
TGGGCACCAG
CCGCCAAGAT
CCGGCAAGCC
ACCAGATGTG
TGTACGGCAT
GCAGCAAGGG
TGACCTCCAG
ACAACATCAG
AGCCCGTGAT
CCAGCGCCAG
GCCAGAGCTG
GTGTCACCTA
ATCTGTTGTT
CCTTTCCTAA
GGGGGGTGGG
TGGGGATGCG
GTATCCCCAC
CGTGACCGCT
TCTCGCCACG
CCGATTTAGT
TAGTGGGCCA
TAATAGTGGA

AGTACATCAA
TTGACGTCAA
ACAACTCCGC
GCAGAGCTCT
CTCACTATAG
TGTGCTGGAA
CCTGCTGCAG
CGTGAGCGAG
GGTGCAGCCT
CGGCAGCTCC
GAACAAGCAC
CATCGTGAGA
GTGCTTCAAG
CGAGATCAGC
GGACGAGATC
CATGAGCACC
CAGGGACAGA
CACCCTGCGG
CCAGTGCATC
CTTCAGGGGC
CAAGATCCTG
GGGCAGGGGC
CAAGCCCGTC
CCTGGCCAAG
CAACAAGAGA
CATGTTCTGC
GGTGTACCTG
CCAGATGGTG
CAGCGTGATG
GATCAACATC
CGAGAAGGTG
CTTCATGAGG
CAACATCCTG
GAAGAAGAGG
CTGCAAGAAG
TTTCTGATGA
AATGCTAGAG
TGCCCCTCCC
TAAAATGAGG
GTGGGGCAGG
GTGGGCTCTA
GCGCCCTGTA
ACACTTGCCA
TTCGCCGGCT
GCTTTACGGC
TCGCCCTGAT
CTCTTGTTCC

TGGGCGTGGA
TGGGAGTTTG
CCCATTGACG
CTGGCTAACT
GGAGACCCAA
TTCGCCGCCA
AGCGACGACG
GACGACGTGC
ACCAGCAGCG
CTGGCCAGCA
TGCTGGTCCA
AGCCAGAGGG
CTGTTCTTCA
CTGAAGAGGC
TACGCCTTCT
GACGACCTGT
TTCGACTTCC
GAGAACGACG
CAGAACTACA
AGGTGCCCCT
ATGATGTGCG
ACCCAGACCA
CACGGCAGCT
AACCTGCTGC
GAGATCCCCG
TTCGACGGCC
CTGTCCAGCT
ATGTACTACA
ACCTGCAGCA
GCCTGCATCA
CAGAGCCGGA
AAGAGGCTGG
CCCAAAGAGG
ACCTACTGCA
TGTAAGAAGG
GCGGCCGCTC
CTCGCTGATC
CCGTGCCTTC
AAATTGCATC
ACAGCAAGGG
TGGCTTCTGA
GCGGCGCATT
GCGCCCTAGC
TTCCCCGTCA
ACCTCGACCC
AGACGGTTTT
AAACTGGAAC

TAGCGGTTTG
TTTTGGCACC
CAAATGGGCG
AGAGAACCCA
GCTTGGTACC
CCATGGGCAG
AGCTGGTCGG
AGTCCGACAC
GCTCCGAGAT
ACAGGATCCT
CCTCCAAGCC
GCCCCACCAG
CCGACGAGAT
GGGAGAGCAT
TCGGCATCCT
TCGACAGATC
TGATCAGATG
TGTTCACCCC
CCCCTGGCGC
TCAGGGTCTA
ACAGCGGCAC
ACGGCGTGCC
GCAGAAACAT
AGGAGCCCTA
AGGTCCTGAA
CCCTGACCCT
GCGACGAGGA
ACCAGACCAA
GAAAGACCAA
ACAGCTTCAT
AAAAGTTCAT
AGGCCCCCAC
TGCCCGGCAC
CCTACTGTCC
TCATCTGCCG
GAGCATGCAT
AGCCTCGACT
CTTGACCCTG
GCATTGTCTG
GGAGGATTGG
GGCGGAAAGA
AAGCGCGGCG
GCCCGCTCCT
AGCTCTAAAT
CAAAAAACTT
TCGCCCTTTG
AACACTCAAC
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CCTATCTCGG
AAAAATGAGC
TAGGGTGTGG
ATTAGTCAGC
GCATGCATCT
TAACTCCGCC
CAGAGGCCGA
GAGGCCTAGG
CATCACGAGA
TCCGGGACGC
ACCCCAACTT
TCACAAATAA
TATCTTATCA
AGCTGTTTCC
GCATAAAGTG
GCTCACTGCC
AACGCGCGGG
CGCTGCGCTC
GGTTATCCAC
AGGCCAGGAA
ACGAGCATCA
GATACCAGGC
TTACCGGATA
GCTGTAGGTA
CCCCCGTTCA
TAAGACACGA
ATGTAGGCGG
CAGTATTTGG
CTTGATCCGG
TTACGCGCAG
CTCAGTGGAA
TCACCTAGAT
AAACTTGGTC
TATTTCGTTC
GCTTACCATC
ATTTATCAGC
TATCCGCCTC
TTAATAGTTT
TTGGTATGGC
TGTTGTGCAA
CCGCAGTGTT
CCGTAAGATG
TGCGGCGACC
GAACTTTAAA
TACCGCTGTT
CTTTTACTTT
AGGGAATAAG

TCTATTCTTT
TGATTTAACA
AAAGTCCCCA
AACCAGGTGT
CAATTAGTCA
CAGTTCCGCC
GGCCGCCTCT
CTTTTGCAAA
TTTCGATTCC
CGGCTGGATG
GTTTATTGCA
AGCATTTTTT
TGTCTGTATA
TGTGTGAAAT
TAAAGCCTGG
CGCTTTCCAG
GAGAGGCGGT
GGTCGTTCGG
AGAATCAGGG
CCGTAAAAAG
CAAAAATCGA
GTTTCCCCCT
CCTGTCCGCC
TCTCAGTTCG
GCCCGACCGC
CTTATCGCCA
TGCTACAGAG
TATCTGCGCT
CAAACAAACC
AAAAAAAGGA
CGAAAACTCA
CCTTTTAAAT
TGACAGTTAC
ATCCATAGTT
TGGCCCCAGT
AATAAACCAG
CATCCAGTCT
GCGCAACGTT
TTCATTCAGC
AAAAGCGGTT
ATCACTCATG
CTTTTCTGTG
GAGTTGCTCT
AGTGCTCATC
GAGATCCAGT
CACCAGCGTT
GGCGACACGG

TGATTTATAA
AAAATTTAAC
GGCTCCCCAG
GGAAAGTCCC
GCAACCATAG
CATTCTCCGC
GCCTCTGAGC
AAGCTCCCCG
ACCGCCGCCT
ATCCTCCAGC
GCTTATAATG
TCACTGCATT
CCGTCGACCT
TGTTATCCGC
GGTGCCTAAT
TCGGGAAACC
TTGCGTATTG
CTGCGGCGAG
GATAACGCAG
GCCGCGTTGC
CGCTCAAGTC
GGAAGCTCCC
TTTCTCCCTT
GTGTAGGTCG
TGCGCCTTAT
CTGGCAGCAG
TTCTTGAAGT
CTGCTGAAGC
ACCGCTGGTA
TCTCAAGAAG
CGTTAAGGGA
TAAAAATGAA
CAATGCTTAA
GCCTGACTCC
GCTGCAATGA
CCAGCCGGAA
ATTAATTGTT
GTTGCCATTG
TCCGGTTCCC
AGCTCCTTCG
GTTATGGCAG
ACTGGTGAGT
TGCCCGGCGT
ATTGGAAAAC
TCGATGTAAC
TCTGGGTGAG
AAATGTTGAA

GGGATTTTGC
GCGAATTAAT
CAGGCAGAAG
CAGGCTCCCC
TCCCGCCCCT
CCCATGGCTG
TATTCCAGAA
AAATGACCGA
TCTATGAAAG
GCGGGGATCT
GTTACAAATA
CTAGTTGTGG
CTAGCTAGAG
TCACAATTCC
GAGTGAGCTA
TGTCGTGCCA
GGCGCTCTTC
CGGTATCAGC
GAAAGAACAT
TGGCGTTTTT
AGAGGTGGCG
TCGTGCGCTC
CGGGAAGCGT
TTCGCTCCAA
CCGGTAACTA
CCACTGGTAA
GGTGGCCTAA
CAGTTACCTT
GCGGTGGTTT
ATCCTTTGAT
TTTTGGTCAT
GTTTTAAATC
TCAGTGAGGC
CCGTCGTGTA
TACCGCGAGA
GGGCCGAGCG
GCCGGGAAGC
CTACAGGCAT
AACGATCAAG
GTCCTCCGAT
CACTGCATAA
ACTCAACCAA
CAATACGGGA
GTTCTTCGGG
CCACTCGTGC
CAAAAACAGG
TACTCATACT

CGATTTCGGC
TCTGTGGAAT
TATGCAAAGC
AGCAGGCAGA
AACTCCGCCC
ACTAATTTTT
GTAGTGAGGA
CCAAGCGACG
GTTGGGCTTC
CATGCTGGAG
AAGCAATAGC
TTTGTCCAAA
CTTGGCGTAA
ACACAACATA
ACTCACATTA
GCTGCATTAA
CGCTTCCTCG
TCACTCAAAG
GTGAGCAAAA
CCATAGGCTC
AAACCCGACA
TCCTGTTCCG
GGCGCTTTCT
GCTGGGCTGT
TCGTCTTGAG
CAGGATTAGC
CTACGGCTAC
CGGAAAAAGA
TTTTGTTTGC
CTTTTCTACG
GAGATTATCA
AATCTAAAGT
ACCTATCTCA
GATAACTACG
CCCACGCTCA
CAGAAGTGGT
TAGAGTAAGT
CGTGGTGTCA
GCGAGTTACA
CGTTGTCAGA
TTCTCTTACT
GTCATTCTGA
TAATACCGCG
GCGAAAACTC
ACCCAACTGA
AAGGCAAAAT
CTTCCTTTTT

CTATTGGTTA
GTGTGTCAGT
ATGCATCTCA
AGTATGCAAA
ATCCCGCCCC
TTTATTTATG
GGCTTTTTTG
CCCAACCTGC
GGAATCGTTT
TTCTTCGCCC
ATCACAAATT
CTCATCAATG
TCATGGTCAT
CGAGCCGGAA
ATTGCGTTGC
TGAATCGGCC
CTCACTGACT
GCGGTAATAC
GGCCAGCAAA
CGCCCCCCTG
GGACTATAAA
ACCCTGCCGC
CATAGCTCAC
GTGCACGAAC
TCCAACCCGG
AGAGCGAGGT
ACTAGAAGAA
GTTGGTAGCT
AAGCAGCAGA
GGGTCTGACG
AAAAGGATCT
ATATATGAGT
GCGATCTGTC
ATACGGGAGG
CCGGCTCCAG
CCTGCAACTT
AGTTCGCCAG
CGCTCGTCGT
TGATCCCCCA
AGTAAGTTGG
GTCATGCCAT
GAATAGTGTA
CCACATAGCA
TCAAGGATCT
TCTTCAGCAT
GCCGCAAAAA
CAATATTATT




6241 GAAGCATTTA TCAGGGTTAT TGTCTCATGA GCGGATACAT ATTTGAATGT ATTTAGAAAA
6301 ATAAACAAAT AGGGGTTCCG CGCACATTTC CCCGAAAAGT GCCACCTGAC GTC
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